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! Sequence; momp 
! Sequence: incC 
! Sequence: pomip91a 

CLUSTAL W (1.83) multiple sequence alignment 



momp 
incC 
pomp 91a 



MKQMRLWGFI/FLSSFCQVSYLRANDyLLFLSGIHSGBDLEI^^LRSSSPTKTTYSLRKDH* 



momp 
IncC 
pomp9la ' 



MKKLLKSVLVFAALSSASSLQALPVG — 

™ ^MTSPIPFQ— 

I VCDFRGNS IHKPGAAFLNLKGDLFFINSTPLAALT FKN I HLGARGAGLFSE SNVTFKGL 



incC 
pomp91a 



~ . NPAEPSLMIDGILWEGTCGDJPCDJ?CATWCDAISMRVGYYGDEVF 

, S SGDASFLAEQPQQI.PSTSESQLVTQLLTMMKHTC2ALSETVLQQ 

HSLVLENN£SWGGVLTTS'GDLSFINNTSVLCQNNISY(5P<3GALLLQGRKSKALFFRDNRG 



incC 
pomp91a 



DRVUCTDVNKEFQMGAKPTTDTGNSAAPS 

QRDRLPTAS IILQVGGAFTGGAGAPFQPG 

TILFLKNKAVNQDE5HPGYGCSAVSSISPGSPITFADNQEILFQENEGELGGAIYNDQGAI 



momp 
incC 
pomp 9 la 



. - -TLTARENPAYGRHMQDAEMFTNAACMALNIWDR — 

. PADDHHHPIPPPWPAQIEMITTIRSELQLMR — 

TH^^FQTTSFFSNKASFEELSIAATAISIHSGAIPYSLKTLIiQBXGGAlHADYVHIRDC 



momp 
incC 
pomp91a 



F^FCTLC^TSGYIJC<^SASFNI.VG^FGDNEMQKTVKAESVPNMSFDQSVVELYTDTT 

— STLQQSTKGARTGVLVVTAI UMTISLLAII I 1 ILAVLGFTG VLPQVAXjIiMQGETN 

SCG5 IVFEENSATAGGAIAVNAVCDINAQGPVRFINNS ALGLNGGAZ YMQATGS ILRLHAN 



momp 
incC 
pomp 9 la 



FAWS VGARAAXWE CGCATLG 

\ LIWAMVSGSIICFIALIG 

QGDIEFCGNKVRSQFHSHINS*rSNFTNNAITIQGAPREF$LSAMEGHRICFYDPIISATE 



momp 
IncC 
pomp91a 



NYNSLYINHC^LEAG^VlFSGARLSPEHKKENKNKTSIINQPVRLCSGVIiSIEGGAtL 



momp 
IncC 
pomp 9 la 



AS FQYAQSKPKVEELNVLCN AAEF 

" — ; TLGLILTNKNTPLPAS 

AVRS FYQEGGL LAtGPGSKLTTQGKNSEKDKl VITNLGFNLENLD5SDFAE IRATEKAS I 



momp 
incC r . 
pomp9la 



T I NKPKGYVGKEFPLDLTAGTDAATG 

EISGVPRVYGHTESFYENHEYASKPYTTSIILSAKKLVTAPSRPEKDIQNLIIAE5EYMG 



momp 
incC 
pomp 9 la 



XKtiASIDYHEWQASLALSYRLNMFTPYIGVKWSRASFDADTIRIA 

YGYQGSWEFSWSPNDTKEKKTIIASWTPTGErSLDPKRRGSFIPTTLWSTFSGLNIASNI 



incC 



QPKSATAlFDTTTLNPTIAGAGDVKTGAEGQliGDTMQIVSLQLNKMKSRKSCGXAVGTTT 
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pomp91a VNNNVLNNSEVIPLQHLCVFGGPVYQIMEQNPKQSSNNLLV<^GHNVGARIPFSFNTIL 
momp. VDADKYAVTVETRLI DERAAHVNAQFRF 

^ nc £ ' ' — ' — - — ' " " 

P omp91a SAALTQLFSS$SQQNVApKSBAQILIGTVSLNK$WQAL$LRSSFSYTEDSQVMKHVFPYK 

momp " " ~ 

incC — — .——————■ — — — 

pomp91a GTSRGSVmNVSWSGSVGMSyAYPKGIRYLKMTPFVDLQYTKLVQNPFVETGYDPRYFSSS 

itiomp — — — ^ 

incC -— -— — — 

P omp91a £MTNLSLPIGlALEiylRFIGSRSSLFLQVST$YlKDLRRVNPQSSASLVL.NHYTWDIQGVP 

mocnp — — — — - — — —— — 

£ nc C — — . - ~ 

pomp91a LGKEALNITLNSTIKYKIVTAYMGISSTQRfiGSNLSANAHAGLSLSF 

means that the residues or nucleotides in that column are identical in all 
sequences in the alignment 

means that conserved substitutions have been observed 
'V means that semi-conserved substitutions are observed 
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LOCUS 

DEFINITION 
ACCESSION 
VERSION 
DBSOURCE 
KEYWORDS 
SOURCE 
ORGANISM 

REFERENCE 
AUTHORS 
TITLE 
JOURNAL 



REMARK 
FEATURES 

source 



linear PAT 20-FEB-2004 



ORIGIN 



6693087pomp91a seq 
AAS37561 947 aa 

Sequence 3 from parent US 6693087. 

AAS37S61 

AAS37561.1 Gi:42715796 
accession AAS37561-1 

Unknown - 
unknown, 
unclassified. 
1 (residues 1 to 947) 
Murdin,A.D., Dunn, P. L. and oomen,R.P. 

Nucleic acid molecules encoding POMP91A protein of chlamydia 
Patent: US 6693087-a 3 17-FEB-20O4; 
Aventis Pasteur Limited; Toronto; 

CAX" 

cambia Patent Lens: US 6693087 
Locat i on/Qual i f i ers 
1..947 

/organi sm= n unknown 

1 mkqmrlwgfl flssfcqvsy Irandvllpl sgihsgedle lftlrssspt kttyslrkdf 
61 ivcdfagnsi hkpgaaflnl kgdlffinst plaaltfkni hlgargaglf sesnvtfkgl 
121 hslvlennes wggvlttsgd Isfinntsvl cqnnisygpg gaTllqgrks kaltfrdnrg 
181 tilflknkav nqdeshpgyg gavssispgs pitfadnqei Ifqenegelg gaiyndggai 
241 tfennfqtts ffsnkasree T.siaataisi hsgaipyslk tllqklggai hadyyhirdc 




481 ayrsfyqegg ilalgpgskl ttqgknsekd kivitnlgfn lehldssdpa eiratekasi 

541 eisgvprvyg htesfyenhe yaskpyttsi ilsakklvta psrpekdiqn liiaeseymg 

601 ygyqgswefs wspndtkekk tiiaswtptg efsldpkrrg sfipttlwst fsglnnasni 

661 vnnnylnnse viplqhlcvf ggpvyqimeq npkqssnnll vqhaghnvqa ripfsfntil 

721 saaltqlfss ssqqnvadks fiaqiligtvs Inkswqalsl rssfsyteds qvmkhvfpyk 

781 gtsrgswrny gwsgsvgmsy aypkgirylk mtpfvdlqyt klvqnpfvet qydpryfsss 

841 emtnlslpig lalemrfigs rsslrlqvst syikdlrrvn pqssaslvln hytwdiqg 

901 lgkealnitl nstikykivt aymgisstqr egsnlsanah aglslsf 



iqgvp 



page 1 
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LOCUS 

DEFINITION 

ACCESSION 

VERSION 

DBSOURCE 

KEYWORDS 

SOURCE 

ORGANISM 

REFERENCE 
AUTHORS 
TITLE 

JOURNAL 



REMARK 
FEATURES 

source 

ORIGIN 



66863391 ncc seq 
203 aa 

3 from patent US 6686339. 



AAS33023 
Sequence 
AAS33023 
AAS33023 ,1 GI : 42707452 
accession AAS33023-1 



linear pat 20-FEB-20O4 



unknown. 

unknown. 

unci assified. 

1 (residues 1 to 203) 

Murdin,A,D. f Dunn, p. l. and Oomen,R.P. _ 

Nucleic acid molecules encoding inclusion membrane protein c or 
Chlamydia 

Patent: US 6686339-A 3 03-FEB-2004; 
Aventis Pasteur Limited; Toronto; 
CAX" 

CAMBIA Patent Lens: US 6686339 
Locati on/Qual i f i ers 
1..203 

/organi sin="unknown M 




61 

121 tkgartgvl 

181 cFialigtlg liltnkntpl pas 



page 1 
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LOCUS 

DEFINITION 
ACCESSION 
VERSION 
DBSOURCE 



KEYWORDS 

SOURCE 

ORGANISM 

REFERENCE 
AUTHORS 
TITLE 

JOURNAL 
PUBMED 
REMARK 

REFERENCE 
AUTHORS 
TITLE 



JOURNAL 
PUBMED 
REMARK 

REFERENCE 
AUTHORS 



TITLE 

JOURNAL 
PUBMED 
REMARK 



COMMENT 



FEATURES 

source 



gene 



Stephens momp 

Q46409 393 aa linear BCT 02-MAY-2006 

Major outer membrane protein, serovar D precursor (MOMP). 

Q46409 

Q46409 Gl: 6707730 

swissprot: locus om1d_chltr, accession Q46409; 
class: standard, 
created: May 30, 2000. 
sequence updated: Nov l v 1996. 
annotation updated: May 2, 2006. 

xrefs: X62918.1, CAA44701-1, AF063195.2, AAC31436.2, AE001273.1, 
AAC68276-1, H71484 

xrefs (non-sequence databases): PHCI-2DPAGE:Q46409, 
GenomeReviews:AE001273_GR, mterPro:iPR0O0604 t pfam:PF01308, 
PRINTS s PR01334 

complete proteose; Ion Transport; Membrane; outer membrane; Porin; 
signal; Transmembrane; Transport, 
chlamydia trachomatis 
chlamydia trachomatis 

Bacteria; chlamydiae; Chi amydi ales; Chi amydi aceae; Chlamydia. 

1 (residues 1 to 393) 
Sayada,C. f Denamur.E. and Elion.J. 

complete sequence of the major outer membrane protein-encoding gene 
of chlamydia trachomatis serovar Da 
Gene 120 (1), 129-130 (1992) 
1398119 

NUCLEOTIDE SEQUENCE [GENOMIC DNA] . 
STRAINED/ B- 120 

2 (residues 1 to 393) 

. Stothard, D.R. , Boguslawski ,G. and Oones.R.B. 
Phylogenetic analysis of the Chlamydia trachomatis major outer 
membrane protein and examination of potential pathogenic 
determinants 

infect, immun- 66 (8), 3618-3625 (1998) 
9673241 

NUCLEOTIDE SEQUENCE [GENOMIC DNA] . 
STRAXN=D/ I U - 71960 

3 (residues 1 to 393) 

Stephens , R- S. , Kalman,s., Lammel,C, Fan.j., Marathe.R., 
Aravind,L., Mitchell ,W- f olinger.L., Tatusov ,R.l. , zhao.Q. , 
Koonin s E.V. and Davis, R.w. 

Genome sequence of an obligate intracellular pathogen of humans: 

Chlamydia trachomatis 

science 282 (5389), 754-759 (1998) 

9784136 

NUCLEOTIDE SEQUENCE [LARGE SCALE GENOMIC DNA] . 
STRAIN=D/UW« 3/CX 

on Sep 27 T 2005 this sequence version replaced qi:7442973- 
[FUNCTION] Structural rigidity of the outer membrane of elementary 
bodies and porin forming, permitting diffusion of solutes through 
the intracellular reticulate body membrane. 

[SUBUNIT] Disulfide bond interactions within and between MOMP 
-.molecules and other components form high molecular-weight 

oligomers. „ , _ . 

, [subcellular location] Bacterial cell outer membrane; multi-pass 

membrane protein. 

[similarity] Belongs to the chlamydial omp family. 
Locati on/oual i f i ers 
1,-393 . 
/organi sm="chl amydi a t rachomati s M 
/db_xref="taxon:813" 
1..393 

/gene="ompA" 
/locus_tag="CT_681" 

page 1 
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protein 



Regi on 



Region 



ORIGIN 



Stephens momp 
/not e==" synonym: ompl" 
1..393 

/gene="ompA" 
/Tocus_tag="cr«681" 

/product= Major outer membrane protein, serovar d 

precursor" 

1. .22 

/gene="ompA" 
/Tocus_tag= M CT_ - 681" 

/regi on_name=" Signal" m , " ... , , 

/inference= M noh-expen mental evidence, no additional 

details recorded" m 

/note-"By similarity." 

23.-393 

/gene="ompA M 

/Tocus_tag="cr_681" 

/region_name="Mature chain 

/experiment="experimental evidence, no additional details 
recorded" 

/note="Maior outer membrane protein, serovar o. 
/FTId=PRO_O000020147 . " 



1 mkkllksvlv 
61 rvgyygdfvf 
121 naacmalniw 
181 svvelytdtt 
241 gyvgkefpld 
301 tinaqpksa 
361 vgttivdadk 



f aal ssassl 
drvlktdvnk 
drfdvfctlg 
fawsvgaraa 
ltagtdaatg 
taitdtttln 
yavtvetrli 



qal pvgnpae 
efqmgakptt 
atsgyl kgns 
lwecgcatlg 
tkdasidyhe 
ptiagagdvk 
deraahvnaq 



pslmi dgilw 
dtqnsaapSt 
asfnlvg lfg 
asfqyaqskp 
wqasl al syr 
tgaegqlgdt 
frf 



egfggdpcdp 
Itarenpayg 
.dnenqktvka 
kveel nvl cn 
Inmftpyi gv 
mqivs lqlnk 



catwcdai sm 
rhmqdaemft 
esvpnmsfdq 
aaeftinkpk 
kwsrasfdad 
mksrkscgia 
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